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B2 ## | Pca | ABPC| PIPC ﬁg::ﬁ f&i 201'1‘1{% géﬁ o %Ttﬁé %@% i@¥ iPM [ MEPM| vem | TEIC | eM | AMK | EM | MiNO [ Lvrx | Fom | cLom| azm | cam | sT | LzD iggé cPrx | e | AzT
Staphylococous aureus(MRSA) 151 0% | 0% 26% 34% 100%| 100%| 13% 9% | 40% | 10% 25% 100%| 100%| 30%
Staphylococous aureus(MRSABN | 204 | 35% | 51% 99% 99% 100%| 100%| 79% 68%| 100%| 73% 96% 100%| 100%| 98%
fsStaphylococcus 69 | 17% | 33% 86% 88% 100%| 99% | 32% 57%| 94% | 54% 88% 91% | 100%| 80%
Enterococcus faecalis 94 | 98% | 100% 100% 100% | 100% 19%| 27% | 90% 0% 100%| 99% | 100%
Enterococcus faecium 14 | 25% | 21% 21% 100% | 100% T% | 79% | 21% 7% 100%| 100%| 21%

B2 ## | Pca | ABPC| PIPC 1C§1Lt f&i g’&{'ﬁ g&é g@é %TWFK( %@D&( i@%‘ iPM [ MEPM| vem | TEIC | eM | AMK | EM | MiNO [ Lvex | Fom | cLom| azm | cam | sT | LzD iggé CPFX LIAPZC/ AZT
Escherichia coli (2T) 293 48% | 50% 63% | 99% | 73% | 91% 71% | 92% [ 100%| 100% 91% | 100% 93% | 52% | 95% 80% 78% | 52% |100%| 80%
Escherichia coli (ESBLIMSM 214 66% | 69% 87% | 99% | 99% [100% 96% | 100%| 100%| 100% 91% | 100% 93% | 67% | 96% 85% 89% | 67% |100%|100%
Escherichia coli (ESBL) 79 0% | 0% 0% |100%| 1% | 67% 1% | 70% |100%| 100% 91% | 100% 95% | 10% | 90% 67% 49% | 10% [ 100%| 29%
Klebsiella pneumoniae (£7) 95 5% | 76% 92% | 96% | 94% | 96% 95% | 100%| 100%| 100% 98% | 100% 83% | 96% | 38% 95% 94% | 96% | 100%| 98%
Klebsiella pneumoniae (ESBLIMSY | 93 5% | 77% 94% | 96% | 96% | 97% 97% | 100%| 100%| 100% 99% | 100% 85% | 97% | 37% 96% 97%
Klebsiella pneumoniae (ESBL) 2 0% | 0% 0% |100%| 0% | 50% 0% | 100%| 100%| 100% 50% | 100% 0% | 50% |100% 50% 50%
Citrobacter koseri (£7) 11 0% | 36% 64% | 64% | 64% | 64% 64% | 64% [100%| 100% 100%| 100% 55% | 64% [100% 100% 100%| 649% | 100%| 100%
Citrobacter koseri (ESBLIMSM 7 0% | 57% 100%| 100%| 100%| 100% 100%| 100%| 100% | 100% 100%| 100% 86% | 100% | 100% 100% 100%
Citrobacter koseri (ESBL) 4 0% | 0% 0% | 0% | 0% | o% 0% | 0% |100%|100% 100%| 100% 0% | 0% |100% 100% 0%
Klebsiella oxytoca 22 5% | 68% 27% | 100%| 100%| 100% 100%| 100%| 100% | 100% 100%| 100% 100%| 100%| 41% 100% 45% |100%| 73% | 91%
Proteus mirabilis (£7) 24 46% | 46% 25% | 100%| 46% [100% 46% | 79% | 38% | 100% 71% | 100% 4% | 63% | 46% 100% 100%| 63% | 100%| 100%
Proteus mirabilis (ESBLIMA) 11 100%| 100% 55% | 100% | 100%| 100% 100%| 100%| 36% | 100% 100%| 100% 9% | 100%| 100% 100% 100%| 100%| 100%| 100%
Proteus mirabilis (ESBL) 13 0% | 0% 0% |100%| 0% |100% 0% | 62% | 38% [ 100% 46% |100% 0% | 31% | 0% 100% 100%| 31% | 100%| 100%
Citrobacter freundi 6 50% |100% 0% | 33% | 100%| 100% 67% | 100%| 100%| 100% 100%| 100% 67% | 83% [100% 67% 100%| 83% | 100%| 100%
Enterobacter cloacae (£T) 39 28% | 74% 3% | 13% | 74% | 77% 62% | 100%| 95% | 95% 100%| 100% 97% | 95% | 23% 95% 18% | 95% | 71% | 65%
Enterobacter cloacae (ESBLMSY | 38 20% | 76% 3% | 13% | 76% | 76% 63% | 100%| 95% | 95% 100%| 100% 97% | 95% | 24% 95% 19% | 95% | 69% | 69%
Enterobacter cloacae (ESBL) 1 0% | 0% 0% | 0% | 0% |100% 0% | 100%| 100%| 100% 100%| 100% 100%| 100%| 0% 100% 0% |100%|100%| 0%
Serratia marcescens 60 2% |100% 0% | 90% | 88% |100% 87% | 100%| 97% | 100% 100%| 100% 80% | 98% | 83% 100% 6% | 98% | 100%| 94%

2 #4 | Pca | ABPC| PIPC 1011?1':“ 1051%“ g&f'ﬁ g&;ﬁv g@i %Efé %%E;fé (31'1:1?{’\’:{' PM [MEPM| VeM | TEIC | GM | AMK [ EM [ MINO | LVFX| FOM cLDM| AzM | cam | sT | Lzb | SBTL | cprx rT:>|AP%3/ AZT
Pseudomonas aeruginosa 195 75% 15% | 83% 89% | 90% | 91% 94% | 96% 87% 94% | 82% | 72%
Acinetobacter baumanni 4 75% 75% | 100% 75% | 100%| 100% 75% | 75% 100%| 100% 100% 100%| 100%| 67%
Stenotrophomonas maltophilia 42 64% 100%| 86% 100%

w2 #4 | Pca | ABPC| PIPC 1011?1':“ 1051%“ g&f'ﬁ g&;ﬁv g@i %Efé %%E;fé (31'1:1?{’\’:{' PM [MEPM| VeM | TEIC | GM | AMK [ EM [ MINO | LVFX| FOM cLDM| AzM | cam | sT | Lzb | SBTL | cprx rT:>|AP%3/ AZT
H. influenzae 30 20% 47% 100%| 82% | 100%| 70% 91% | 97% 100% 100%| 73% | 67% 50%
FHAERE (BRI 12 | 100%| 87% 47% 100% 100% 100%| 87% |100% 100% 33% | 0% 33%
Streptococcus pyogenes(AB¥) 9 | 100%| 100% 100% 100% | 100% 44%| 78% | 100% 78% | 0% 100% 100%
Streptococcus agalactiae (B3%) 33 | 100%| 100% 100% | 100%| 100% 58%| 48% | 39% 73% 100%| 100%
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